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This article documents the public availability of (i) raw transcriptome sequence data, assembled contigs and UniProt BLAST hits from common crossbill (Loxia curvirostra) and Plasmodium relictum (lineage SGS1) obtained from a controlled infection experiment; and (ii) raw transcriptome sequence data and 66 596 SNPs for the white-tailed deer (Odocoileus virginianus).